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Sequence Listing 

< 1 1 0> Takeda Chemical Industries, Ltd. 
<120> Screening Method 
5 <130> 2639WO0P 

<150> JP 11-236597 
<151> 1999-08-24 
<160> 23 
<210> 1 
10 <211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
15 <400> 1 

Phe Met Arg Phe 

<210> 2 
<211> 5 
20 <212> PRT 

<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 2 
25 Tyr Phe Met Arg Phe 
1 5 
<210> 3 
<211> 7 
<212> PRT 



2 



<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 3 

5 Tyr Gly Gly Phe Met Arg Phe 
1 5 7 

<210> 4 
<211> 7 
<212> PRT 
io <213> Artificial Sequence 
<220> 
<223> 
<400> 4 

Tyr Gly Gly Phe Met Arg Phe 
15 1 5 7 

<210> 5 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
20 <220> 

<223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
<400> 5 

Pro Gin Arg Phe 
1 4 
25 <210> 6 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 
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<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 6 

Phe Leu Phe Gin Pro Gin Arg Phe 
1 5 8 

5 <210> 7 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

io <223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
<233> Xaa means pGlu 
<400> 7 

Xaa Asp Pro Phe Leu Arg Phe 
1 5 7 

15 <210> 8 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

20 <223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
<400> 8 

Asp Arg Asn Phe Leu Arg Phe 

1 5 
<210> 9 
25 <211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
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<400> 9 

Asn Arg Asn Phe Leu Arg Phe 
1 5 7 

<210> 10 
5 <211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
10 <400> 10 

Thr Asn Arg Asn Phe Leu Arg Phe 
1 5 8 

<210> 11 

<211> 10 
is <212> PRT 

<213> Artificial Sequence 

<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 11 

20 Pro Asp Val Asp His Val Phe Leu Arg Phe 
1 5 10 

<210> 12 

<211> 7 

<212> PRT 
25 <213> Artificial Sequence 

<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 12 

Lys Asn Glu Phe He Arg Phe 
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1 5 7 

<210> 13 
<211> 7 
<212> PRT 
5 <213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 13 

Lys His Glu Tyr Leu Arg Phe 
10 1 5 7 

<210> 14 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
15 <220> 

<223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
<400> 14 

Leu Pro Leu Arg Phe 
1 5 
20 <210> 15 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

25 <223> the C-terminus of the polypeptide is amide (-CONH 2 ) form 
<400> 15 

Ser Arg Ala His Gin His Ser Met Glu He Arg Thr Pro Asp He Asn 

15 10 15 

Pro Thr Trp Tyr Thr Gly Arg Gly He Arg Pro Val Gly Arg Phe 
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20 25 30 31 

<210> 16 
<211> 20 
<212> PRT 
5 <213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 16 

Ser Pro Glu He Asp Pro Phe Trp Val Tyr Gly Arg Gly Val Arg Pro 
10 1 5 10 15 

He Gly Arg Phe 
20 

<210> 17 
<211> 11 
15 <212> PRT 

<213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 17 

20 Ser Gly Gin Ser Trp Arg Pro Gin Gly Arg Phe 
1 5 10 11 

<210> 18 

<211> 7 

<212> PRT 
25 <213> Artificial Sequence 

<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 18 

Leu Ser Ser Phe Val Arg He 
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1 5 7 

<210> 19 
<211> 11 
<212> PRT 
5 <213> Artificial Sequence 
<220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 19 

Ala Arg Pro Gly Tyr Leu Ala Phe Pro Arg Met 
10 1 5 10 11 

<210> 20 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
15 <220> 

<223> the C-terminus of the polypeptide is amide (-C0NH 2 ) form 
<400> 20 

Met Asn Tyr Leu Ala Phe Pro Arg Mel 
1 5 9 

20 <210> 21 
<211> 1209 
<212> DNA 
<213> Human 
<400> 21 

25 ATGGCTTGCA ATGGCAGTGC GGCCAGGGGG CACTTTGACC CTGAGGACTT GAACCTGACT 60 
GACGAGGCAC TGAGACTCAA GTACCTGGGG CCCCAGCAGA CAGAGCTGTT CATGCCCATC 120 
TGTGCCACAT ACCTGCTGAT CTTCGTGGTG GGCGCTGTGG GCAATGGGCT GACCTGTCTG 180 
GTCATCCTGC GCCACAAGGC CATGCGCACG CCTACCAACT ACTACCTCTT CAGCCTGGCC 240 
GTGTCGGACC TGCTGGTGCT GCTGGTGGGC CTGCCCCTGG AGCTCTATGA GATGTGGCAC 300 
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AACTACCCCT 


TCCTGCTGGG 


CGTTGGTGGC 


TGCTATTTCC 


GCACGCTACT 


GTTTGAGATG 


360 




GTCTGCCTGG 


CCTCAGTGCT 


CAACGTCACT 


GCCCTGAGCG 


TGGAACGCTA 


TGTGGCCGTG 


420 




GTGCACCCAC 


TCCAGGCCAG 


GTCCATGGTG 


ACGCGGGCCC 

2 k V VP V V# V V V/ V 


ATGTGCGCCG 

I 1 A V_i X VI w V# V/ V/ Vi 


AGTGCTTGGG 


480 




GCCGTCTGGG 

UUvU 1 V i. VJ \J VJ 


GTCTTGCCAT 


GCTCTGCTCC 

U V 1 u 1 VJv 1 vv 


CTGCCCAACA 


CCAGCCTGCA 

V/ilVJ V/ V/ 1 VJ \Ji\ 


CGGCATCCGG 

Vy VJ VJ V/il 1 V/V/VJVJ 


540 


O 


PAGCTGCAfG 


TGrrr TGrrn 

1 VJv/ vv Vy I VJv/\-/vJ 


GGGCCCAGTG 


CCAGACTCAG 

vvAUAv i vAVJ 


CTGTTTGCAT 

v 1 U 1 X 1 UvA 1 


GCTGGTCCGC 

VJV/l VJVJl Vy V> VJ Vy 


600 




rrArGGGPrr 


TfTAf AAPAT 


GGTAGTGrAG 

vjvj i nu i vj V/Avj 




TGCTf TTfTT 


PTPPPTP.PPP 

VvlVJVyVyl\JVyV/V^ 


U U V/ 




atppppatpa 


TPwAPPPTPPT 


PTAPPTPPTP 


ATTPtPwPtPTHP 

nl 1 vjuvjv/ 1 ULr 


GACTGCGGCG 


GGAGAGGCTG 


7?fl 




p jrnjn a rrr 
b 1 ul/ 1 tnl 


APPAPPPP A A 


rprPAprppr 


TPTPPAPtPAC 
J v\/ luv^nvjunu 


CCAGGTCCAG 


ATACACCTGC 


\ ou 




APPPTPP APP 


APP APPATPP 


rrrrcrr ap a 


PA APTPAPPA 


AGATGCTGTT 


TGTCCTGGTC 




10 


GTGGTGTTTG 


GCATCTGCTG 


GGCCCCGTTC 


CACGCCGACC 


GCGTCATGTG 


GAGCGTCGTG 


900 




TCACAGTGGA 


CAGATGGCCT 


GCACCTGGCC 


TTCCAGCACG 


TGCACGTCAT 


CTCCGGCATC 


960 




TTCTTCTACC 


TGGGCTCGGC 


GGCCAACCCC 


GTGCTCTATA 


GCCTCATGTC CAGCCGCTTC 


1020 




CGAGAGACCT 


TCCAGGAGGC 


CCTGTGCCTC 


GGGGCCTGCT 


GCCATCGCCT CAGACCCCGC 


1080 




CACAGCTCCC 


ACAGCCTCAG 


CAGGATGACC 


ACAGGCAGCA 


CCCTGTGTGA TGTGGGCTCC 


1140 


15 


CTGGGCAGCT 


GGGTCCACCC 


CCTGGCTGGG 


AACGATGGCC 


CAGAGGCGCA GCAAGAGACC 


1200 



GATCCATCC 
1209 



<210> 22 
<211> 34 
20 <212> DNA 

<213> Artificial Sequence 

<220> 

<223> 

<400> 22 

25 GTCGACCATG GCTTGCAATG GCAGTGCGGC CAGG 34 
<210> 23 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
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<220> 
<223> 
<400> 23 

GCTAGCTCAG GATGGATCGG TCTCTTGCTG 30 



